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(WG ’93), J. van Leeuwen, ed. pp. 57–69, Lecture Notes in Computer Science, vol. 790, Springer, Berlin,

1994.

172. H. Kaplan, R. Shamir and R. E. Tarjan, “Tractability of parameterized completion problems on chordal

and interval graphs: Minimum Fill-in and Physical Mapping”. Proceedings of the 35th annual symposium on

Foundations of Computer Science (FOCS), November 1994, IEEE Computer Science Press, 780–791.

173. I. Pe’er, R. Shamir, “Interval Graphs with Side (and Size) Constraints”. Proceedings of the Third Euro-

pean Symposium on Algorithms (ESA 95) Corfu, Greece, Springer, Berlin, 142–154.

174. H. Kaplan, R. Shamir, “Physical Maps and Interval Sandwich Problems: Bounded Degrees Help”. Pro-

ceedings of the Fourth Israel Symposium on Theory of Computing and Systems (ISTCS-96), Jerusalem, Israel,

June 10–12, 1996, IEEE Computer Science Press 195–201 (1996).
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228. O. Lavi, G. Dror, R. Shamir. “Network-based classification of case-control expression profiles”.

229. R. Meller, I. Gat-Viks, R. Shamir. “Dissection of host-pathogen interaction networks”.

230. D. Amar, R. Shamir. “Multi-class analysis of blood biomarkers”.
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G. Software

• G. Mayraz, R. Shamir, “An algorithm for constructing physical maps from oligo fingerprints data”

• E. Hartuv, R. Shamir, “HCS: A new clustering algorithm”

• R. M. Karp, R. Shamir, I. Pe’er, “A practical algorithm for optical mapping”

• A. Ben-Dor, R. Shamir, Z. Yakhini, “CAST: Methods and system for partitioning data into subsets of related

data”

• R. Sharan, R. Shamir, “CLICK: CLuster Identification via Connectivity Krenels”. A program for rapid

clustering of large scale expression and other data.

• I. Pe’er, N. Arbili, R. Shamir. “Spectrum Alignment: Efficient resequencing by hybridization”

• A. Tanay, R. Shamir. “GENESYS: Genetic Expansion of NEtwork SYStem”

• N. Orlev, R. Shamir, Y. Shiloh. “PIVOT: Protein Interactions VisualizatiOn Tool”

• C. Linhart, R. Elkon, Y. Shiloh, R. Shamir. “PRIMA: PRomoter Integration in Microarray Analysis” A

program for finding transcription factors) whose binding sites are enriched in a given set of promoters.

• A. Maron, R. Sharan, A. Tanay, R. Elkon, I. Steinfeld, N. Arbili, D. Ajwani, R. Shamir “EXPANDER:

EXPression ANalyzer and DisplayER”. An integrative analysis tool for analysis of gene expression data.
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• C. Linhart, R. Shamir. “HYDEN: Software for designing highly degenerate primers”.

• G. Kimmel, R. Shamir. “GERBIL: GEnotype Resoltuion and Block Identification using Likelihood”. A

software for simultaneously phasing genotypes into haplotypes and block partitioning.

• T. Barzuza, I. Pe’er, J. Beckman, R. Shamir. “GREAL: Software for the Graph Realization Problem” A

program for constructing a tree from a set of its edge-labeled paths.

• I. Gat-Viks, A. Tanay, D. Raijman, R. Shamir. “MetaReg: Modeling and analysis of heterogeneous regulation

in biological networks”. A modeling and analysis tool for biological networks, including algorithms for learning

model parameters from experimental data.

• G. Sternberg, J. Assa, R. Blekhman, N. Orlev, I. Ulitsky, Y. Shiloh, R. Shamir. “SHARP: Showcase for

ATM related Pathways”. A database and visualization tool for representing and analyzing signal transduction

pathways.

• G. Kimmel, R. Shamir. “RAT: Rapid Association Test”. A fast method for computing high significance

disease association in large population-based studies

• R. Elkon, R. Vesterman, N. Amit, I. Ulitsky, M. Weisz, G. Sternberg, R. Blekhman, N. Orlev, J. Assa,

Y. Shiloh, R. Shamir. “SPIKE - Signalling Pathways Integrated Knowledge-base Engine”. A Database,

Visualization and Analysis Tool for Signaling Pathways”

• O. Davidovich, G. Kimmel, E. Halperin, O. Apel, R. Shamir. “GEVALT - GEnotype Visualization and

ALgorithmic Tool”. An integrated software tool for genotype analysis

• G. Kimmel, M. Jordan, E. Halperin, R. Shamir, R. M. Karp. “PSAT - Population Stratification Associ-

ation Test”. A software for evaluating the significance of association scores in whole-genome cohorts with

stratification

• I. Ulitsky, R. Shamir. “Matisse - Software for identification of functional modules using network topology

and high-throughput data”

• S. Bruckner, F. Hueffner, R. M. Karp, R. Shamir, R. Sharan. “TORQUE: topology querying of protein

interaction networks”

H. Patents

◦ A. Ben-Dor, R. Shamir, Z. Yakhini, “Methods and system for partitioning data into subsets of related data”

US Patent No. 6,421,668, July 16, 2002.

◦ I. Pe’er, R. Shamir, “Spectrum Alignment: Efficient resequencing by hybridization” US Patent No. 6,865,491,

March 8 2005.

◦ I. Pe’er, R. Shamir, N. Arbili “Method for Spectrum Alignment” US patent application 10/937,740, Septem-

ber 2004.
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