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Transcriptional Regulation Modules Controlling Cell Cycle in Human Cells” Genome Research Vol.
13(5) pages 773-780, May 1 2003.

69. E. Halperin, S. Halperin, T. Hartman, R. Shamir “Handling long targets and errors in Sequencing
By Hybridization”. Journal of Computational Biology Vol. 10 No. 3-4, pp. 483-498 (2003)
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140. M. Ogzery-Flato, R. Shamir “Sorting cancer karyotypes by elementary operations”. Journal of
Computational Biology 16 (10) 1445-1460 (2009).

141. O. Davidovich, G. Kimmel, E. Halperin, R. Shamir “Increasing the Power of Association Studies
by Imputation-based Sparse Tag SNP Selection” Communications in Information and Systems 9 (3)
269-282 (2009).

142. S. Bruckner, F. Hueffner, R. M. Karp, R. Shamir, R. Sharan. “TORQUE: topology querying of
protein interaction networks” Nucleic Acids Research doi: 10.1093 /nar/gkp474 (2009).
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210. I. Ulitsky, L. Laurent, F.-J. Mueller, J. Loring, R. Shamir “Placing stem cell microRNAs in a

network context: Integrated analysis of microRNA expression and protein interactions”

211. L. C. Laurent, H.-S. Park, I. Ulitsky, R. Graichen, S. Murray, R. Shamir, J. F. Loring. “High
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213. 1. Ulitsky, A. Krishnamurtihy, R. M. Karp, R. Shamir. “DEGAS: De novo discovery of dysreg-
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214. M. S. Bansal, P. Gogarten, R. Shamir. “Detecting Highways of Horizontal Gene Transfer”.
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215. C. Linhart, Y. Halperin, L. Broday, R. Shamir. “A new cis-regulatory motif pair in C. Elegans”.
216. O. Lavi, G. Dror, R. Shamir. “Network-based classification of case-control expression profiles”.
217. R. Meller, 1. Gat-Viks, R. Shamir. “Dissection of host-pathogen interaction networks”.
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e G. Mayraz, R. Shamir, “An algorithm for constructing physical maps from oligo fingerprints data”
e E. Hartuv, R. Shamir, “HCS: A new clustering algorithm”
e R. M. Karp, R. Shamir, I. Pe’er, “A practical algorithm for optical mapping”

e A. Ben-Dor, R. Shamir, Z. Yakhini, “CAST: Methods and system for partitioning data into subsets
of related data”

e R. Sharan, R. Shamir, “CLICK: CLuster Identification via Connectivity Krenels”. A program for

rapid clustering of large scale expression and other data.

e [. Pe’er, N. Arbili, R. Shamir. “Spectrum Alignment: Efficient resequencing by hybridization”

A. Tanay, R. Shamir. “GENESYS: Genetic Expansion of NEtwork SYStem”

N. Orlev, R. Shamir, Y. Shiloh. “PIVOT: Protein Interactions VisualizatiOn Tool”

C. Linhart, R. Elkon, Y. Shiloh, R. Shamir. “PRIMA: PRomoter Integration in Microarray Anal-
ysis” A program for finding transcription factors) whose binding sites are enriched in a given set of

promoters.

e A. Maron, R. Sharan, A. Tanay, R. Elkon, I. Steinfeld, N. Arbili, D. Ajwani, R. Shamir “EX-
PANDER: EXPression ANalyzer and DisplayER”. A clustering and visualization tool for gene ex-

pression data.
e C. Linhart, R. Shamir. “HYDEN: Software for designing highly degenerate primers”.

e G. Kimmel, R. Shamir. “GERBIL: GEnotype Resoltuion and Block Identification using Likeli-

hood”. A software for simultaneously phasing genotypes into haplotypes and block partitioning.

e T. Barzuza, I. Pe’er, J. Beckman, R. Shamir. “GREAL: Software for the Graph Realization Prob-

lem” A program for constructing a tree from a set of its edge-labeled paths.

e [. Gat-Viks, A. Tanay, D. Raijman, R. Shamir. “MetaReg: Modeling and analysis of heterogeneous
regulation in biological networks”. A modeling and analysis tool for biological networks, including

algorithms for learning model parameters from experimental data.

e G. Sternberg, J. Assa, R. Blekhman, N. Orlev, I. Ulitsky, Y. Shiloh, R. Shamir. “SHARP: Showcase
for ATM related Pathways”. A database and visualization tool for representing and analyzing signal

transduction pathways.

e G. Kimmel, R. Shamir. “RAT: Rapid Association Test”. A fast method for computing high

significance disease association in large population-based studies

e R. Elkon, R. Vesterman, N. Amit, I. Ulitsky, M. Weisz, G. Sternberg, R. Blekhman, N. Orlev, J.
Assa, Y. Shiloh, R. Shamir. “SPIKE - Signalling Pathways Integrated Knowledge-base Engine”. A

Database, Visualization and Analysis Tool for Signaling Pathways”
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e O. Davidovich, G. Kimmel, E. Halperin, O. Apel, R. Shamir “GEVALT - GEnotype Visualization

and ALgorithmic Tool”. An integrated software tool for genotype analysis

e G. Kimmel, M. Jordan, E. Halperin, R. Shamir, R. M. Karp. “PSAT - Population Stratification
Association Test”. A software for evaluating the significance of association scores in whole-genome

cohorts with stratification

e [. Ulitsky, R. Shamir. “Matisse - Software for identification of functional modules using network

topology and high-throughput data”
H. Patents

o A. Ben-Dor, R. Shamir, Z. Yakhini, “Methods and system for partitioning data into subsets of
related data” US Patent No. 6,421,668, July 16, 2002.

o L. Pe’er, R. Shamir, “Spectrum Alignment: Efficient resequencing by hybridization” US Patent No.
6,865,491, March 8 2005.

o I. Pe’er, R. Shamir, N. Arbili “Method for Spectrum Alignment” US patent application 10/937,740,
September 2004.

I. Lecture Notes

e R. Shamir, “Advanced Topics in Graph Algorithms”, Tel Aviv University 1994 (155 pages).

e D. Naor, R. Shamir, “Algorithms for Molecular Biology”, Tel Aviv University, 1996 (approx. 140
pages)

e R. Shamir, “Algorithms for Molecular Biology”, Tel Aviv University, 2000, 2002 (approx. 400
pages)

e R. Shamir, “Computational Genomics”, Tel Aviv University 2007, 2010 (approx 400 pages)
e R. Shamir, “Computational Complexity”, Tel Aviv University, 2001 (approx. 280 pages)

e R. Shamir, “Analysis of Gene Expression Data, DNA Chips and Gene Networks”, Tel Aviv Uni-
versity, 2002, 2004, 2007, 2010 (approx. 400 pages).

J. Technical Reports

o H. Kaplan, R. Shamir, “A primal dual path following algorithm for linear programming with box

type constraints”. Technical report 90-1, DIMACS center, Rutgers University, January 1990.

o M. C. Golumbic, R. Shamir, “The Interval Sandwich Problem is NP-complete”. Technical report
10-91 RUTCOR, Rutgers University, March 1991.

o E. Boros, R. Shamir, “Separable minimization under precedence constraints”. Technical report
27-91 RUTCOR, Rutgers University, May 1991.
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o S. Litvak, R. Shamir, “Efficient algorithms for constructing and employing variable-length Markov
models of Language”. Technical report, Tel Aviv University, January 1996.

o R. M. Karp, R. Shamir, “Optimizing the BAC-End Strategy for Sequencing the Human Genome”,
Technical report, University of Washington, December 1998.

o R. Shamir, I. Pe’er, “The median problems for breakpoints are NP-complete” the Electronic Collo-
quium of Computational Complexity Report number TR98-071, 1998.

o A. Natanzon, R. Shamir “Perfect Completion and Deletion in Random Graphs”. Technical report,
Tel Aviv University, 1999.

o S. Rashi-Elkeles, A. Regev, R. Elkon, R. Sharan, N. Zak, L. Brodsky, A. Kamsler, A. Leontovitch,
N. Weisman, D. Leshkovitz, O. Mor, A. Barzilai, E. Feinstein, R. Shamir, Y. Shiloh, A. Bar-Shira.
“Constitutive Response to Genotoxic Stress in Atm-Deficient Thymus and Cerebellum”. Technical

report, Tel Aviv University, 2000.



